Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.055; wR factor = 0.138; data-to-parameter ratio = 13.2.
In the title complex, [Cu(C 14 H 11 O 3 )(C 10 H 8 N 2 ) 2 ]NO 3 Á2H 2 O, the Cu II atom is coordinated by four N atoms from two 2,2 0 -bipyridine ligands and two O atoms from one benzilate ligand in a distorted octahedral geometry. A supramolecular network is formed via intermolecular O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen-bonding interactions. -stacking interactions between neighboring pyridine rings are also present, the centroid-centroid distance being 3.808 (2) Å . 
Related literature

Experimental
Crystal data [Cu(C 14 Table 1 Hydrogen-bond geometry (Å , ). Hydrogen-bonding interactions between ligands are specific and directional. In this context, 2,2'-bipyridine and benzilic acid are excellent candidates for construction of three-demensional network motifs, and can simultaneously coordinate metal ions (Carballo et al., 2005; Herrmann et al., 1994; Qiu et al., 2007) . Herein, we report the crystal structure of a new coordination polymer, (I).
In (I), the Cu II centre is coordinated by two oxygen atoms from one benzilate ligand and four N atoms from two 2,2'-bipyridine ligands (Fig. 1 
A mixture of CuNO 3 (0.063 g, 0.5mmol), 2,2'-bipyridine (0.078 g; 0.5 mmol), benzilic acid (0.114 g; 0.5 mmol), water (10 mL) was stirred vigorously for 60 min and the blue block crystals were obtained by evaporating mother liquor.
Refinement
Water H atoms and hydroxyl H atoms were tentatively located from difference Fourier maps and were refined with distance restraints of O-H = 0.84 and 0.82 Å, respectively, H···H = 1.35 Å, and U iso (H) = 1.5 U eq (O). Carbon-bound H atoms were placed at calculated positions and were treated as riding on the parent C atoms with C-H = 0.93 Å, and with U iso (H) = 1.2 U eq (C).
Figures Fig. 1 . The molecular structure of the asymmetric unit of (I) showing the atomic-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (17 Symmetry codes: (i) −x+2, y+1/2, −z+3/2; (ii) −x+1, y−1/2, −z+3/2; (iii) −x+1, −y+1, −z+1; (iv) x−1, −y+1/2, z−1/2; (v) x, −y+1/2, z+1/ 2; (vi) x−1, y, z; (vii) x−1, −y+1/2, z+1/2; (viii) −x+1, −y, −z+2.
